o
Ei RATTSMEDICINALVERKET

NATIONAL BOARD OF FORENSIC MEDICINE

Questions and Answers 2 |CHEP-7'5

DANIEL KLING & ANDREAS TILLMAR

Daniel.kling@rmv.se

Andreas.tillmar@rmv.se



mailto:Daniel.kling@rmv.se
mailto:Andreas.tillmar@rmv.se

o
Ei RATTSMEDICINALVERKET

NATIONAL BOARD OF FORENSIC MEDICINE

Questions and Answers

 Lambda — What value to choose? Can FamLinkX estimate
from data?

Database name: Fr- Options x

: [ General [— r Cluster
Cluster = Lambda Database size Save | pp Add
Clusterd | | 7730
Cluster1 Cancel | Edit
Cluster2 Iv Use custer spedific

Cluster3 Remove
Estmate from data

. Import
Freguency options

Mew allele frequency Export

0.01
Mormalise hd

— Turn off Use

mutations u pseudocounts Options

< > Close
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Demonstration

« Database with 2232 males from Argentina

Ferragut et al.;Pinto et al.;
Garcia et al.;Gusmao et
Argentina 2232 ARG2 al.
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 Lambda — What value to choose? Can FamLinkX estimate
from data?

Database name: |?f- Options x
I [ General | [— [ Cluster
SIS Chre | | ambda Database size Save | P Add
Clusterd 3
o | [ 2230 -
Cluster Cancel Edit
Cluster2 Iv Use custer spedific
Cluster3 " Remove
Estmate from data
- Import
Freguency options
MNew allele frequency Export

Suggestion: Range of values, e.q. 1, 100 and 652
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 Lambda — What value to choose? Can FamLinkX estimate
from data?

Suggestion: Range of values, e.q. 1, 100 and 652

LR (A=1) | LR (A=100) | LR (A=652) | LR (reported)

Report the "least extreme”: 1000

2
0.1 4 8 4
0.001 0.01 0.1 0.1
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« Exporting data — How do | save a haplotype database?

\

. Edit clusters/markers x .
Edit clusters/markers X 'y kX - D_Argentina_Decaplex_database (1)
Database name: | Unspecified Database name: | Argentina_Decaplex File
Cluster Cluster | chromosome | humber of markers | Humber of haplotyp Okt Ctrl+N
Cluster ‘ Chromosome ‘ MNumnber of markers | NumheNhaplntyp Add
Add DXS8378 X 1 0
_— DX59302 X 1 a Edit
Edit DX57132 X 1 0 = | Ctrl+0
T | DX59898 X 1 )]
Remove Dxa5a08 " 1 H L G | Cirl+S
| DXS6789 X 1 [1] Import
Import § DX57133 X 1 o _
Bxport GATA172D05 X 1 ] Export Frequency database
P GATA3IE0S X 1 0 E—— o T
DX57423 X 1 0 vance
Recent File
Exit
Options | Octer=" |
a > Close < > Close
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« Exporting data — How do | save a haplotype database?

Edit clusters/markers X

Database name: | Argentina_Decaplex

Cluster
Cluster | Chromosome | Number of markers Number of haplotyp -
DX58378 X 1 1] L
DX59902 X 1 0 Edit
DX57132 X 1 0
DX52398 X 1 0 Remove
DX56809 X 1 0
DXS6739 X 1 1] Import
DX57133 X 1 0
GATAL72D05 X 1 0 k: N t X rt
GATA31EDS X 1 1]
DX57423 X 1 0

Options

< > Close
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- Case L0

1 2

@ ﬁ O ﬁ

Mother Father | 4 Uncle

@

Child Half sister
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 Database with 892 males from Brazil

Brazil 802 BRA Pinto et al.; Gusmdo et al.

« Genotype data from four individuals (Genemapper format)

TEE

Full pedigree not available in FamLinkX!

* Pedigrees




